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CLAIMS 

1. Use of at least one recombinant human antibody or antibody fragment directed 
towards at least one oxidized fragment of apolipoprotein B in the manufacture of a 
pharmaceutical composition for therapeutical or prophylactical treatment of 
atherosclerosis by means of passive immunization. 



2. The use according to claim 1, wherein the oxidized fragment is selected from one or 

more of the group consisting of 

FLDTVYG N CSTH FTV KTRKG 

PQCSTHILQWLKRVHANPLL 

VISIPRLQAEARSEILAHWS 

KLVKEALKESQLPTVMDFRK 

LKFVTQ A EG AKQTEATM TFK 

DGSLRHKFLDSNIKFSHVEK 

KGTYGLSCQRDPNTGRLNGE 

RLNGESNLRFNSSYLQGTNQ 

SLTSTSDLQSGIIKNTASLK 

TASLKYENYELTLKSDTNGK 

DMTFSKQNALLRSEYQADYE 

MKVKIIRTIDQMQNSELQWP 

IALDDAKINFNEKLSQLQTY 

KTTKQSFDLSVKAQYKKN KH 

EEEMLEIWSLVCPKDATRFK 

GSTSHHLVSRKSISAALEHK 

IENIDFNKSGSSTASWIQNV 

IREVTQRLNGEIQALELPQK 

EVDVLTKYSQPEDSLIPFFE 

HTFLIYITE LLKKLQSTTVM 

LLDIANYLMEQIQDDCTGDE 

CTGDEDYTYKIKRVIGNMGQ 

GNMGQTMEQLTPELKSSILK 

SSILKCVQSTKPSLMIQKAA 

IQKAAIQALRKMEPKDKDQE 

RLNGESNLRFNSSYLQGTNQ 

SLNSHGLELNADILGTDKIN 

WIQNVDTKYQIRIQIQEKLQ 
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33 TYISDWWTLAAKNLTDFAEQ 

34 EATLQRIYSLWEHSTKNHLQ 

35 ALLVPPETEEAKQVLFLDTV 

36 IEIGLEGKGFEPTLEALFGK 

37 SGASMKLTTNGRFREHNAKF 
3 8 NLIGDFEVAEKINAFRAKVH 

3 9 GHSVLTAKGMALFGEGKAEF 

4 0 FKSSVITLNTNAELFNQSDI 

41 FPDLGQEVALNANTKNQKIR, 

42 or an active site thereof. 

1 3. The use according to claim 1, wherein the fragment has been oxidized using malone 

2 dealdehyde. 

l 4. The use according to claim 1, wherein the fragment has been oxidized using copper. 

1 5. The use according to claim 1, wherein the antibody comprises the variable heavy 

2 region(V H ) selected from the group of nucleic acid sequences consisting of 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCTTCAATAACGCCTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCAGACTCAGT 

7 GAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 

8 CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAGTAGGTACTACTACGGACCAT 

9 CTTTCTACTTTGACTCCTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. NO. 1) 
10 

11 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

12 TGTGCGGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGGTCCGCCAGGCTCCCGGGA 

13 AGGGGCTGGAGTGGGTATCGGGTGTTAGTTGGAATGGCAGTAGGACGCACTATGCAGACTCTG 

14 TGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

15 CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGCGGCTAGGTACTCCTACTACTAC 

16 TACGGTATGGACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. NO. 3) 

17 

18 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

19 TGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

20 AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGTAGTGGTCGTAGGACATACTACGCAGACTCCGT 

21 GCAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 

22 CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGATTGGTCTCCTATGGTTCGGGGAGTT 

23 TCGGTTTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC(SEQ. ID. NO. 5) 
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GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGTTCCAGGGA 

AGGGGCTGGAGTGGGTCTCAACTCTTGGTGGTAGTGGTGGTGGTAGCACATACTACGCAGACTC 

CGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAAC 

AGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAAGTTAGGGGGGCGATCCCGATAT 

GGGCGGTGGCCCCGCCAATTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 

(SEQ. ID. NO. 7) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGATCCGCCAGGCTCCAGGGA 

AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGCCGTGGGGGTAGTTCCTACTACGCAGACTCCG 

TGAGGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGACTTTCCTACAGCTATGGTTACGAG 

GGGGCCTACTACTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. 

NO. 9) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGA 

AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTGGTCGTTTCATTTACTACGCAGACTCAATG 

AAGGGCCGCTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCT 

GAGAGCCGAGGACACTGCCGTGTATTACTGTACGAGGCTCCGGAGAGGGAGCTACTTCTGGGC 

TTTTGATATCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. NO. 11) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACCTTTAGAACGTATTGGATGACCTGGGTCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCATCTATTAGCAGTAGCAGTAATTACATATTCTAC 

GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGACTCAGA 

CGGAGCAGCTGGTACGGGGGGTACTGGTTCGACCCCTGGGGCCAAGGTACACTGGTCACC 

GTGAGCTCA (SEQ. ID. NO. 19) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCT 

CCTGTGCAGCCTCTGGATTCACCTTCAGTAGCAACTACATGAGCTGGGTCCGCCAGGCTCC 

AGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCA 

GACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGC 

AAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTAGGCCGGTA 

TAACTGGAAGACGGGGCATGC I I I I G ATATCTGGGG CCAGG GTAC ACTGGTCACCGTG AG C 
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TCA (SEQ. ID. NO. 21) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACCTTCCGTGACTACTACGTGAGCTGGATCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCAAGTATTAGTGGTAGTGGGGGTAGGACATACTAC 

GCAGACTCCGTGGAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCATGTATTACTGTGCCAGAGTATCC 

GCCCTTCGGAGACCCATGACTACAGTAACTACTTACTGGTTCGACCCCTGGGGCCAAGGT 

ACACTGGTCACCGTGAGCTCA (SEQ. ID. NO. 23) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCCGCTATTAGTGGTAGTGGTAACACATACTATGCA 

GACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTG 

CAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGCCTCCCAC 

CGTATATTAGGTTATGCTTTTGATATCTGGGGCCAGGGTACACTGGTCACCGTG AGCTCA (S EQ. 

ID. NO. 25) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCAAGTATTAGTGTTGGTGGACATAGGACATATTAT 

GCAGATTCCGTGAAGGGCCGGTCCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCACGGATACGG 

GTGGGTCCGTCCGGCGGGGCCnTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGC 

TCA (SEQ. ID. NO. 27) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

GCAGACTCAGTGAAGGGCCGATCCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGGCTCACA 

AAT ATTTTG ACTGGTTATTAT ACCTCAGG ATATG CTTTTG ATATCTG GGG CCAAG GTAC A 

CTGGTCACCGTGAGCTCA (SEQ. ID. NO. 29) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 
TCCTGTGCAGCCTCTGGATTCACCTTCAGTAGTTCTTGGATGAGTTGGGTCCGCCAGGCT 
CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 
GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 
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100 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTAGGG 

101 AACTACGGTTTCTACCACTACATGGACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGC 

102 TCA (SEQ. ID. NO. 31) 

103 

104 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCrGAGACTC 

105 TCCTGTG C AG CCTCTG G ATTC ACCTTT AGTAG CTATTG G ATG AG CTG G GTCCG CC AGG CT 

106 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

107 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

108 CTGCAAATG AACAGCCTGAG AGCCG AGGACACTGCCGTGTATTACTGTGCGAG AATTAAA 

109 CGGTTACGATTCGGCTGGACCCCTTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTG 

110 AGCTCA (SEQ. ID. NO. 33) 
in 

112 TCCTGTG CAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

113 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

114 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

115 CTGCAAATG AACAGCCTGAG AGCCG AGG ACACTGCCGTGTATTACTGTGCGAGAGTCAAT 

116 AGCAAAAAGTGGTATGAGGGCTACTTCTTTGACTACTGGGGCCAGGGTACACTGGTCACC 

117 GTGAGCTCA (SEQ. ID. NO. 35) 
118 

119 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

12 0 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

121 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTACTAGTAGTAATTACATATACTAC 

122 GCAGACTCAGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

123 CTGCAAATG AACAGCCTGAG AGCCG AGG ACACTGCCGTGTATTACTGTGCG AG AGTCAAG 

124 AAGTATAGCAGTGGCTGGTACTCGAATTATGCTTTTGATATCTGGGGCCAAGGTACACTG 

125 GTCACCGTG AGCTCA (SEQ. ID. NO. 37) 
126 

127 in combination with a variable light region (V L ) selected from the group of nucleic acid 

128 sequences consisting of 

129 

13 0 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

131 GCTCTGGAAGCAGGTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

132 GGCCCCCAAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCTGACCG ATTCTCTG 
13 3 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

134 ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTCATTGGGTGTTCGGCGGAGGAACCAA 

135 GCTGACGGTCCTAGGT (SEQ. ID. NO. 2) 
136 
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137 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

138 GTTCTGGAAGCAGCTCCAACATCGGAAATAATGCTGTAAACTGGTATCAGCAGCTCCCAGGAAC 

13 9 GGCCCCCAAACTCCTC ATCTATGGG AATGATCGGCGGCCCTCAGGGGTCCCTG ACCGATTCTCT 

140 GGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 

141 GATTATTACTGTCAGACCTGGGGCACTGGCCGGGGGGTATTCGGCGGAGGAACCAAGCTGACG 

142 GTCCTAGGT (SEQ. ID. NO. 4) 
143 

14 4 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTT 
145 GTTCTGGAAGCAGCTCCAATATCGGAAGTAATTATGTATCCTGGTATCAGCAGCTCCCAGGAACG 
14 6 GCCCCCAAACTCCTCATCTATGGTAACTACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTGG 
147 CTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGAT 
14 8 TATTACTGTGCAGCATGGGATGACAGCCTGAGTGGTTGGGTGTTCGGCGGAGGAACCAAGCTG 
14 9 ACGGTCCTAGGT 

150 (SEQ. ID. NO. 6) 

151 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

152 GCTCTGGAAGCAGCTCCAACATTGGAAATAACTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

153 GGCCCCCAAACTCCTC ATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

154 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

155 ATTATTACTGTGCAGCATGGGATGACAGCCTGAGTCATTGGCTGTTCGGCGGAGGAACCAAGCT 

156 G ACGGTCCTAGGT 

157 (SEQ. ID. NO. 8) 
158 

159 CAGTCTGTGCTG ACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

160 GCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

1 6 1 GGCCCCCAAACTCCTC ATCTATAGG AATAATCAGCGGCCCTCAGGGGTCCCTG ACCGATTCTCT 
1 6 2 GGCTCCAAGTCTGGCACCTTAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATG AGGCT 
1 6 3 G ATTATTACTGTGCAACCTGGG ATG ACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGC 

164 TGACGGTCCTAGGT 

165 (SEQ. ID. NO. 10) 
166 

167 CAGTCTGTGCTG ACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAG AGGGTCACCATCTCCT 

168 GTTCTGGAAGCAGCTCCAACATTGGCGGTGAGTCTGTATCCTGGTATCAGCAGCTCCCAGGAAC 

1 6 9 GGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

1 7 0 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

1 7 1 ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGCT 

172 G ACGGTCCTAGGT 

173 (SEQ. ID. NO. 12) 
174 



t 
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175 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

176 TCCTGCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTC 

177 CCAGGAACGGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCT 

178 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

179 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTCATTGG 

180 GTGTTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 20) 
181 

182 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCT 

183 CCTGCTCTGGAAGGACCTACAACATTGGAAATAATTATGTATCGTGGTATCAGCAGCTCCC 

184 AGGAACGGCCCCCAAACTCCTCATCTATGGTAACATCAATCGGCCCTCAGGGGTCCCTGAC 

185 CGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCG 
1 8 6 AGGATGAGGCTGATTATTACTGTGCAGCATGGGATGTCAGGCTGAATGGTTGGGTGTTCGG 
187 CGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 22) 

188 

189 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

190 TCCTG CTCTG G AAG G AG CTCC A AC ATTG G G AAT AGTT ATGTCTCCTG GTATC AG C AG CTC 

1 9 1 CCAGG AACGGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCT 

192 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

193 TCCGAGGATGAGGCTGATTATTACTGTGCAGGATGGGATGACACCCTGCGTGC1TGGGTG 

194 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 24) 
195 

196 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

197 TCTTGTTCTGG AAGCCGCTCCAACATCGGG AG AAATGCTGTTAGTTGGTATC AGCAGCTC 

198 CCAGG AACGGCCCCCAAACTCCTCATCTATGCTAACAGCAATCGGCCCTCAGGGGTCCCT 

199 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 
2 00 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGGCAGCCTGAATGGTTGGGTG 
201 TTCGGCGGAGGAACCAAGCTGACGGTCC (SEQ. ID. NO. 26) 

202 

203 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCAT 

204 CTCCTGCTCTGGAAGCAACACCAACATTGGGAAGAACTATGTATCTTGGTATCAGCAGC 

205 TCCCAGGAACGGCCCCCAAACTCCTCATCTATGCTAATAGCAATCGGCCCTCAGGGGTC 

206 CCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCT 
2 07 CCGGTCCGAGGATGAGGCTGATTATTACTGTGCGTCATGGGATGCCAGCCTGAATGGTT 
2 08 GGGTATTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 28) 

209 

210 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

211 TCCTGCTCTGGAAGCACCTCCAACATTGGGAAGAATTATGTATCCTGGTATCAGCAGCTC 

212 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGCAATCGGCCCTCAGGGGTCCCT 
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213 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

214 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGCCAGCCTCAGTGGTTGGGTG 

215 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 30) 

216 

217 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

2 1 8 TCTTGTTCTGGAGGCAGCTCAAACATCGGAAAAAGAGGTGTAAATTGGTATCAGCAGCTC 

219 CCAGG AACGGCCCCC AAACTCCTCATCTATGGTAAC AG AAATCGGCCCTCAGGGGTCCCT 

220 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

221 TCCGAGGATGAGGCTGATTATTACTGTGCTACATGGGATTACAGCCTCAATGCTTGGGTG 

222 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO, 32) 

223 

224 CAGTCTGTTCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

225 TCCTGTTCTGGAAGCAGCTCCAACATCGGAAATAATGGTGTAAACTGGTATCAGCAGCTC 

226 CCAGG AACGGCCCCC AAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCT 

227 G ACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

22 8 TCCGAGGATG AGGCTGATTATTACTGTGCAGCATGGGATG ACAGCCTGCGTGGTTGGCTG 
229 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 34) 

230 

231 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

232 TCCTGCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTC 

233 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGCAATCGGCCCTCAGGGGTCCCT 
2 3 4 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 
2 3 5 TCCGAGGATG AGGCTGATTATTACTGTGCAGCATGGG ATG ACAGTCTG AGTGGTTGGGTG 
236 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 36) 

237 

238 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

23 9 TCCTGCTCTGGAAGCAGCTCCAGCATTGGG AATAATTTTGTATCCTGGTATCAGCAGCTC 

240 CCAGGAACGGCCCCCAAACTCCTCATCTATGACAATAATAAGCGACCCTCAGGGGTCCCT 

241 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

242 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTTGGGTG 

243 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 38). 

1 6. The use according to claim 5, wherein the antibody comprises the variable heavy 

2 region(V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCTTCAATAACGCCTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCAGACTCAGT 

7 GAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 
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CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAGTAGGTACTACTACGGACCAT 
CTTTCTACTTTGACTCCTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

GCTCTGGAAGCAGGTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

GGCCCCCAAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTCATTGGGTGTTCGGCGGAGGAACCAA 

GCTGACGGTCCTAGGT. 

7. The use according to claim 5, wherein the antibody comprises the variable heavy 
region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCGGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGGTCCGCCAGGCTCCCGGGA 

AGGGGCTGGAGTGGGTATCGGGTGTTAGTTGGAATGGCAGTAGGACGCACTATGCAGACTCTG 

TGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGCGGCTAGGTACTCCTACTACTAC 

TACGGTATGGACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 

and the variable light region (V L ). 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

GTTCTGGAAGCAGCTCCAACATCGGAAATAATGCTGTAAACTGGTATCAGCAGCTCCCAGGAAC 

GGCCCCCAAACTCCTCATCTATGGGAATGATCGGCGGCCCTCAGGGGTCCCTGACCGATTCTCT 

GGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 

GATTATTACTGTCAGACCTGGGGCACTGGCCGGGGGGTATTCGGCGGAGGAACCAAGCTGACG 

GTCCTAGGT. 

8. The use according to claim 5, wherein the antibody comprises the variable heavy 
region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 
TGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 
AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGTAGTGGTCGTAGGACATACTACGCAGACTCCGT 
GCAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 
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CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGATTGGTCTCCTATGGTTCGGGGAGTT 
TCGGTTTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTT 

GTTCTGGAAGCAGCTCCAATATCGGAAGTAATTATGTATCCTGGTATCAGCAGCTCCCAGGAACG 

GCCCCCAAACTCCTCATCTATGGTAACTACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTGG 

CTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGAT 

TATTACTGTGCAGCATGGGATGACAGCCTGAGTGGTTGGGTGTTCGGCGGAGGAACCAAGCTG 

ACGGTCCTAGGT. 

9. The use according to claim 5, wherein the antibody comprises the variable heavy 
region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGTTCCAGGGA 

AGGGGCTGGAGTGGGTCTCAACTCTTGGTGGTAGTGGTGGTGGTAGCACATACTACGCAGACTC 

CGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAAC 

AGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAAGTTAGGGGGGCGATCCCGATAT 

GGGCGGTGGCCCCGCCAATTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

GCTCTGGAAGCAGCTCCAACATTGGAAATAACTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

GGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

ATTATTACTGTGCAGCATGGGATGACAGCCTGAGTCATTGGCTGTTCGGCGGAGGAACCAAGCT 

GACGGTCCTAGGT. 

10. The use according to claim 5, wherein the antibody comprises the variable heavy 
region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 
TGTGCAGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGATCCGCCAGGCTCCAGGGA 
AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGCCGTGGGGGTAGTTCCTACTACGCAGACTCCG 
TGAGGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 
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8 CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGACTTTCCrACAGCTATGGTTACGAG 

9 GGGGCCTACTACTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC 

10 

ii and the variable light region (V L 

12 

13 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

14 GCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

15 GGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCT 

16 GGCTCCAAGTCTGGCACCTTAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 

17 GATTATTACTGTGCAACCTGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGC 

18 TGACGGTCCTAGGT. 

1 11. The use according to claim 5, wherein the antibody comprises the variable heavy 

2 region (V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCITGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTGGTCGTTTCATTTACTACGCAGACTCAATG 

7 AAGGGCCGCTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCT 

8 GAGAGCCGAGGACACTGCCGTGTATTACTGTACGAGGCTCCGGAGAGGGAGCTACTTCTGGGC 

9 TTTTGATATCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 
10 

ii and the variable light region (V L ) 

12 

13 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

14 GTTCTGGAAGCAGCTCCAACATTGGCGGTGAGTCTGTATCCTGGTATCAGCAGCTCCCAGGAAC 

15 GGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

16 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

17 ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGCT 

18 GACGGTCCTAGGT. 

1 12. The use according to claim 5, wherein the antibody comprises the variable heavy 

2 region (V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

5 TCCTGTGCAGCCTCTGGATTCACCTTTAGAACGTATTGGATGACCTGGGTCCGCCAGGCT 

6 CCAGGGAAGGGGCTGGAGTGGGTCTCATCTATTAGCAGTAGCAGTAATTACATATTCTAC 

7 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

8 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGACTCAGA 
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9 CGGAGCAGCTGGTACGGGGGGTACTGGTTCGACCCCTGGGGCCAAGGTACACTGGTCACC 

10 GTGAGCTCA 

11 

12 and the variable light region (V L ) 

13 

14 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

15 TCCTGCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTC 

16 CCAGGAACGGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCT 

17 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

18 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTCATTGG 

19 GTGTTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 

1 13. The use according to claim 5, wherein the antibody comprises the variable heavy 

2 region (V H ) 

3 
4 

5 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCT 

6 CCTGTGCAGCCTCTGGATTCACCTTCAGTAGCAACTACATGAGCTGGGTCCGCCAGGCTCC 

7 AGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCA 

8 GACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGC 

9 AAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTAGGCCGGTA 

10 TAACTGGAAGACGGGGCATGCTTTTGATATCTGGGGCCAGGGTACACTGGTCACCGTGAGC 

11 TCA 

12 

13 and the variable light region (V u ) 

14 

15 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCT 

16 CCTGCTCTGGAAGGACCTACAACATTGGAAATAATTATGTATCGTGGTATCAGCAGCTCCC 

17 AGGAACGGCCCCCAAACTCCTCATCTATGGTAACATCAATCGGCCCTCAGGGGTCCCTGAC 

18 CGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCG 

19 AGGATGAGGCTGATTATTACTGTGCAGCATGGGATGTCAGGCTGAATGGTTGGGTGTTCGG 
2 o CGGAGGAACCAAGCTGACGGTCCTAGGT. 

1 14. The use according to claim 5, wherein the antibody comprises the variable heavy 

2 region (V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGClTGGTACAGCCrGGGGGGTCCCTGAGACTC 

5 TCCTGTGCAGCCTCTGGATTCACCTTCCGTGACTACTACGTGAGCTGGATCCGCCAGGCT 

6 CCAGGGAAGGGGCTGGAGTGGGTCTCAAGTATTAGTGGTAGTGGGGGTAGGACATACTAC 
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7 GCAGACTCCGTGGAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

8 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCATGTATTACTGTGCCAGAGTATCC 

9 GCCCTTCGGAGACCCATGACTACAGTAACTACTTACTGGTTCGACCCCTGGGGCCAAGGT 
1 o ACACTGGTCACCGTG AGCTCA 

11 

12 and the variable light region (V L ) 

13 

14 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

15 TCCTGCTCTGGAAGGAGCTCCAACATTGGGAATAGTTATGTCTCCTGGTATCAGCAGCTC 

16 CCAGGAACGGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCT 

17 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

18 TCCGAGGATGAGGCTGATTATTACTGTGCAGGATGGGATGACACCCTGCGTGCTTGGGTG 

1 9 TTCGGCGGAGG AACCAAGCTGACGGTCCTAGGT. 

1 15. The use according to claim 5, wherein the antibody comprises the variable heavy 

2 region (V H ) 

3 
4 

5 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

6 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

7 CCAGGGAAGGGGCTGGAGTGGGTCTCCGCTATTAGTGGTAGTGGTAACACATACTATGCA 

8 GACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTG 

9 CAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGCCTCCCAC 
10 CGTATATTAGGTTATGCTTTTGATATCTGGGGCCAGGGTACACTGGTCACCGTGAGCrCA 
11 

12 and the variable light region (V L ) 

13 

14 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

15 TCTTGTTCTGGAAGCCGCTCCAACATCGGGAGAAATGCTGTTAGTTGGTATCAGCAGCTC 

16 CCAGGAACGGCCCCCAAACTCCTCATCTATGCTAACAGCAATCGGCCCTCAGGGGTCCCT 

17 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

18 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGGCAGCCTGAATGGTTGGGTG 

1 9 TTCGGCGGAGGAACCAAGCTGACGGTCC. 

1 16. The use according to claim 5, wherein the antibody comprises the variable heavy 

2 region (V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

5 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 
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CCAGGGAAGGGGCTGGAGTGGGTCTCAAGTATTAGTGTTGGTGGACATAGGACATATTAT 

GCAGATTCCGTGAAGGGCCGGTCCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCACGGATACGG 

GTGGGTCCGTCCGGCGGGGCCTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGC 

TCA 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCAT 

CTCCTGCTCTGGAAGCAACACCAACATTGGGAAGAACTATGTATCTTGGTATCAGCAGC 

TCCCAGGAACGGCCCCCAAACTCCTCATCTATGCTAATAGCAATCGGCCCTCAGGGGTC 

CCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCT 

CCGGTCCGAGGATGAGGCTGATTATTACTGTGCGTCATGGGATGCCAGCCTGAATGGTT 

GGGTATTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 

17. The use according to claim 5, wherein the antibody comprises the variable heavy 
region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

GCAGACTCAGTGAAGGGCCGATCCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGGCTCACA 

AATATTTTGACTGGTTATTATACCTCAGGATATGCTTTTGATATCTGGGGCCAAGGTACA 

CTGGTCACCGTGAGCTCA 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

TCCTGCTCTGGAAGCACCTCCAACATTGGGAAGAATTATGTATCCTGGTATCAGCAGCTC 

CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGCAATCGGCCCTCAGGGGTCCCT 

GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGCCAGCCTCAGTGGTTGGGTG 

TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 

18. The use according to claim 5, wherein the antibody comprises the variable heavy 
region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 
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5 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAGTTCTTGGATGAGTTGGGTCCGCCAGGCT 

6 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

7 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

8 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTAGGG 

9 AACTACGGTTTCTACCACTACATGGACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGC 
10 TCA 

11 

12 and the variable light region (V L ) 

13 

14 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

15 TCTTGTTCTGGAGGCAGCTCAAACATCGGAAAAAGAGGTGTAAATTGGTATCAGCAGCTC 

16 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGAAATCGGCCCTCAGGGGTCCCT 

17 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

18 TCCGAGGATGAGGCTGATTATTACTGTGCTACATGGGATTACAGCCTCAATGCTTGGGTG 

1 9 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT, 

1 19. The use according to claim 5, wherein the antibody comprises the variable heavy 

2 region (V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

5 TCCTGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAGCTGGGTCCGCCAGGCT 

6 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

7 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

8 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAATTAAA 

9 CGGTTACGATTCGGCTGGACCCCTTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTG 
10 AGCTCA 

11 

12 and the variable light region (V L ) 

13 

14 CAGTCTGTTCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

15 TCCTGTTCTGGAAGCAGCTCCAACATCGGAAATAATGGTGTAAACTGGTATCAGCAGCTC 

16 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCT 

17 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

18 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGCGTGGTTGGCTG 

1 9 TTCGGCGG AGGAACCAAGCTG ACGGTCCTAGGT. 

1 20. The use according to claim 5, wherein the antibody comprises the variable heavy 

2 region (V H ) 

3 



40 



GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAAT 

AGCAAAAAGTGGTATGAGGGCTACTTCTTTGACTACTGGGGCCAGGGTACACTGGTCACC 

GTGAGCTCA 

and the variable light region (V L ) 



CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

TCCTGCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTC 

CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGCAATCGGCCCTCAGGGGTCCCT 

GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGTCTGAGTGGTTGGGTG 

TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 

21. The use according to claim 5, wherein the antibody comprises the variable heavy 
region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTACTAGTAGTAATTACATATACTAC 

GCAGACTCAGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAAG 

AAGTATAGCAGTGGCTGGTACTCGAATTATGCTTTTGATATCTGGGGCCAAGGTACACTG 

GTCACCGTGAGCTCA 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

TCCTGCTCrGGAAGCAGCTCCAGCATTGGGAATAATTTTGTATCCTGGTATCAGCAGCTC 

CCAGGAACGGCCCCCAAACTCCTCATCTATGACAATAATAAGCGACCCTCAGGGGTCCCT 

GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTTGGGTG 

TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 
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1 22. Antibodies raised against fragments of apo B100 comprising a variable heavy region 

2 (V H ) selected from the group of nucleic acid sequences consisting of 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCTTCAATAACGCCTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCAGACTCAGT 

7 GAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 

8 CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAGTAGGTACTACTACGGACCAT 

9 CTTTCrACTTTGACTCCTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. NO. 1) 
10 

11 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

12 TGTGCGGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGGTCCGCCAGGCTCCCGGGA 

13 AGGGGCTGGAGTGGGTATCGGGTGTTAGTTGGAATGGCAGTAGGACGCACTATGCAGACTCTG 

14 TGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

15 CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGCGGCTAGGTACTCCTACTACTAC 

16 TACGGTATGGACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. NO. 3) 

17 

18 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

19 TGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

20 AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGTAGTGGTCGTAGGACATACTACGCAGACTCCGT 

21 GCAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 

22 CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGATTGGTCTCCTATGGTTCGGGGAGTT 

23 TCGGTTTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC(SEQ. ID. NO. 5) 
24 

25 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

26 TGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGTTCCAGGGA 

27 AGGGGCTGGAGTGGGTCTCAACTCTTGGTGGTAGTGGTGGTGGTAGCACATACTACGCAGACTC 

28 CGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAAC 

29 AGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAAGTTAGGGGGGCGATCCCGATAT 

30 GGGCGGTGGCCCCGCCAATTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 

31 (SEQ. ID. NO. 7) 
32 

33 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

34 TGTGCAGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGATCCGCCAGGCTCCAGGGA 

35 AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGCCGTGGGGGTAGTTCCTACTACGCAGACTCCG 

36 TGAGGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

37 CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGACTTTCCTACAGCTATGGTTACGAG 
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38 GGGGCCTACTACTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. 

39 NO. 9) 
40 

4 1 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

42 TGTGCAGCCTCTGGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGA 
4 3 AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTGGTCGTTTCATTTACTACGCAGACTCAATG 
4 4 AAGGGCCGCTTCACCATCTCCAGAG ACAATTCCAAG AACACGCTGTATCTGCAAATG AACAGCCT 
4 5 GAGAGCCGAGGACACTGCCGTGTATTACTGTACGAGGCTCCGGAGAGGGAGCTACTTCTGGGC 
46 TTTTGATATCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. NO. 11) 

47 

4 8 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

4 9 TCCTGTGCAGCCTCTGGATTCACCTTTAGAACGTATTGGATGACCTGGGTCCGCCAGGCT 

5 0 CCAGGGAAGGGGCTGGAGTGGGTCTCATCTATTAGCAGTAGCAGTAATTACATATTCTAC 

5 1 GCAGACTCAGTGAAGGGCCG ATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

52 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGACTCAGA 

53 CGGAGCAGCTGGTACGGGGGGTACTGGTTCGACCCCTGGGGCCAAGGTACACTGGTCACC 

54 GTGAGCTCA (SEQ. ID. NO. 19) 
55 

56 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCT 

57 CCTGTGCAGCCTCTGGATTCACCTTCAGTAGCAACTACATGAGCTGGGTCCGCCAGGCTCC 
5 8 AGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCA 

5 9 G ACTCAGTGAAGGGCCG ATTCACCATCTCCAG AGAC AATTCCAAG AACACGCTGTATCTGC 

6 0 AAATGAACAGCCTG AG AGCCG AGG ACACTGCCGTGTATTACTGTGCGAG AGTAGGCCGGTA 

6 1 TAACTGGAAGACGGGGCATGL I I I IGATATCTGGGGCCAGGGTACACTGGTCACCGTGAGC 

62 TCA (SEQ. ID. NO. 21) 
63 

64 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

65 TCCTGTGCAGCCTCTGGATTCACCTTCCGTGACTACTACGTGAGCTGGATCCGCCAGGCT 

6 6 CCAGGGAAGGGGCTGG AGTGGGTCTCAAGTATTAGTGGTAGTGGGGGTAGG ACATACTAC 

6 7 GCAGACTCCGTGG AGGGCCGGTTC ACCATCTCCAG AG ACAATTCCAAG AACACGCTGTAT 

6 8 CTGCAAATGAACAGCCTGAG AGCCGAGGACACTGCCATGTATTACTGTGCCAGAGTATCC 

6 9 GCCCTTCGGAG ACCCATGACTACAGTAACTACTTACTGGTTCGACCCCTGGGGCCAAGGT 

70 ACACTGGTCACCGTGAGCTCA (SEQ. ID. NO. 23) 

71 

72 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

73 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

74 CCAGGGAAGGGGCTGGAGTGGGTCTCCGCTATTAGTGGTAGTGGTAACACATACTATGCA 

75 GACTCCGTGAAGGGCCGGTTC ACCATCTCCAG AG ACAATTCCAAG AACACGCTGTATCTG 
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76 CAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGCCTCCCAC 

77 CGTATATTAGGTTATGCTTTTGATATCTGGGGCCAGGGTACACTGGTCACCGTGAGCTCA (SEQ. 

78 ID. NO. 25) 

79 

80 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

81 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

82 CCAGGGAAGGGGCTGGAGTGGGTCTCAAGTATTAGTGTTGGTGGACATAGGACATATTAT 

83 GCAGATTCCGTGAAGGGCCGGTCCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

84 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCACGGATACGG 

85 GTGGGTCCGTCCGGCGGGGCCTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGC 

86 TCA (SEQ. ID. NO. 27) 
87 

88 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

89 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

90 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

91 GCAGACTCAGTGAAGGGCCGATCCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

92 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGGCTCACA 

93 AATATTTTGACTGGTTATTATACCTCAGGATATGL I I I I GATATCTGGGGCCAAGGTACA 

94 CTGGTCACCGTGAGCTCA (SEQ. ID. NO. 29) 
95 

96 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

97 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAGTTCTTGGATGAGTTGGGTCCGCCAGGCT 

98 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

99 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 
1 0 0 CTGCAAATG AACAGCCTGAGAGCCG AGG ACACTGCCGTGTATTACTGTGCG AGAGTAGGG 

101 AACTACGGTTTCTACCACTACATGGACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGC 

102 TCA (SEQ. ID. NO. 31) 
103 

104 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

105 TCCTGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAGCTGGGTCCGCCAGGCT 

106 CCAGGG AAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

107 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

108 CTGCAAATG AACAGCCTGAGAGCCG AGG ACACTGCCGTGTATTACTGTGCG AGAATTAAA 

109 CGGTTACGATTCGGCTGGACCCCTTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTG 

110 AGCTCA (SEQ. ID. NO. 33) 
ill 

112 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

113 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 
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114 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

1 1 5 CTGCAAATG AACAGCCTG AG AGCCG AGG ACACTGCCGTGTATTACTGTGCG AG AGTCAAT 

1 1 6 AGCAAAAAGTGGTATG AGGGCTACTTCTTTGACTACTGGGGCCAGGGTACACTGGTCACC 

117 GTGAGCTCA (SEQ. ID. NO. 35) 

118 

119 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

120 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

1 2 1 CCAGGG AAGGGGCTGG AGTGGGTCTCATCCATTAGTACTAGTAGTAATTACATATACTAC 

122 GCAG ACTCAGTG AAGGGCCGGTTCACCATCTCCAG AG ACAATTCCAAG AACACGCTGTAT 

123 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAAG 

1 2 4 AAGTATAGCAGTGGCTGGTACTCGAATTATGCTTTTG ATATCTGGGGCCAAGGTACACTG 
125 GTCACCGTG AG CTCA (SEQ. ID. NO. 37) 

126 

127 in combination with a variable light region (V L ) selected from the group of nucleic acid 

128 sequences consisting of 

129 

13 0 CAGTCTGTGCTG ACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 
131 GCTCTGGAAGCAGGTCCAACATTGGG AATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

1 3 2 GGCCCCCAAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

133 GCrCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

134 ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTCATTGGGTGTTCGGCGGAGGAACCAA 

135 GCTGACGGTCCTAGGT (SEQ. ID. NO. 2) 
136 

1 3 7 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

138 GTTCTGGAAGCAGCTCCAACATCGGAAATAATGCTGTAAACTGGTATCAGCAGCTCCCAGGAAC 

1 3 9 GGCCCCCAAACTCCTC ATCTATGGG AATGATCGGCGGCCCTCAGGGGTCCCTG ACCGATTCTCT 

14 0 GGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 

141 GATTATTACTGTCAGACCTGGGGCACTGGCCGGGGGGTATTCGGCGGAGGAACCAAGCTGACG 

142 GTCCTAGGT (SEQ. ID. NO. 4) 
143 

144 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTT 

145 GTTCTGGAAGCAGCTCCAATATCGGAAGTAATTATGTATCCTGGTATCAGCAGCTCCCAGGAACG 
14 6 GCCCCCAAACTCCTCATCTATGGTAACTACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTGG 
14 7 CTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGAT 
14 8 TATTACTGTGCAGCATGGGATGACAGCCTGAGTGGTTGGGTGTTCGGCGGAGGAACCAAGCTG 
14 9 ACGGTCCTAGGT 

150 (SEQ. ID. NO. 6) 



45 



151 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

152 GCTCTGGAAGCAGCTCCAACATTGGAAATAACTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

153 GGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTG ACCGATTCTCTG 

154 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATG AGGCTG 

155 ATTATTACTGTGCAGCATGGGATGACAGCCTGAGTCATTGGCTGTTCGGCGGAGGAACCAAGCT 

156 GACGGTCCTAGGT 

157 (SEQ. ID. NO. 8) 
158 

159 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

1 6 0 GCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGG AAC 

161 GGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCT 

162 GGCTCCAAGTCTGGCACCTTAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 

163 GATTATTACTGTGCAACCTGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGC 

164 TGACGGTCCTAGGT 

165 (SEQ. ID. NO. 10) 
166 

167 CAGTCTGTGCTG ACTCAGCCACCCTCAGCGTCTGGG ACCCCCGGGCAG AGGGTCACCATCTCCT 

168 GTTCTGGAAGCAGCTCCAACATTGGCGGTGAGTCTGTATCCTGGTATCAGCAGCTCCCAGGAAC 

169 GGCCCCCAAACTCCTC ATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTG ACCGATTCTCTG 

170 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

171 ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGCT 

172 GACGGTCCTAGGT 

173 (SEQ. ID. NO. 12) 
174 

175 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

176 TCCTGCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTC 

177 CCAGGAACGGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCT 

178 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

179 TCCG AGGATGAGGCTGATTATTACTGTGCAGCATGGGATG ACAGCCTG AATGGTCATTGG 

180 GTGTTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 20) 
181 

182 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCT 

183 CCTGCTCTGGAAGGACCTACAACATTGGAAATAATTATGTATCGTGGTATCAGCAGCTCCC 

184 AGGAACGGCCCCCAAACTCCTCATCTATGGTAACATCAATCGGCCCTCAGGGGTCCCTGAC 

185 CGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCG 

186 AGGATGAGGCTGATTATTACTGTGCAGCATGGGATGTCAGGCTGAATGGTTGGGTGTTCGG 

187 CGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 22) 
188 
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189 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

1 9 0 TCCTGCTCTGGAAGGAGCTCCAACATTGGGAATAGTTATGTCTCCTGGTATCAGCAGCTC 

1 9 1 CCAGG AACGGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCT 

1 9 2 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

193 TCCGAGGATG AGGCTGATTATTACTGTGCAGG ATGGGATGACACCCTGCGTGCTTGGGTG 

194 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 24) 
195 

196 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

197 TCTTGTTCTGGAAGCCGCTCCAACATCGGGAGAAATGCTGTTAGTTGGTATCAGCAGCTC 

198 CCAGGAACGGCCCCCAAACTCCTCATCTATGCTAACAGCAATCGGCCCTCAGGGGTCCCT 
1 9 9 G ACCG ATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 
2 00 TCCGAGGATG AGGCTGATTATTACTGTGCAGCATGGG ATGGCAGCCTGAATGGTTGGGTG 
201 TTCGGCGGAGGAACCAAGCTGACGGTCC (SEQ. ID. NO. 26) 

202 

203 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCAT 

2 04 CTCCTGCTCTGGAAGCAACACCAACATTGGGAAGAACTATGTATCTTGGTATCAGCAGC 

205 TCCCAGGAACGGCCCCCAAACTCCTCATCTATGCTAATAGCAATCGGCCCTCAGGGGTC 

2 06 CCTG ACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCT 

2 07 CCGGTCCGAGGATGAGGCTGATTATTACTGTGCGTCATGGGATGCCAGCCTGAATGGTT 

2 08 GGGTATTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 28) 
209 

210 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

211 TCCTGCTCTGGAAGCACCTCCAACATTGGGAAGAATTATGTATCCTGGTATCAGCAGCTC 

212 CCAGG AACGGCCCCCAAACTCCTCATCTATGGTAACAGCAATCGGCCCTCAGGGGTCCCT 

2 1 3 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

214 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGCCAGCCTCAGTGGTTGGGTG 

215 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 30) 
216 

217 CAGTCTGTGCTG ACTCAGCCACCCTCAGCGTCTGGG ACCCCCGGGCAG AGGGTCACCATC 

218 TCTTGTTCTGGAGGCAGCTCAAACATCGGAAAAAGAGGTGTAAATTGGTATCAGCAGCTC 

219 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAG AAATCGGCCCTCAGGGGTCCCT 

220 G ACCG ATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

221 TCCGAGGATGAGGCTGATTATTACTGTGCTACATGGGATTACAGCCTCAATGCTTGGGTG 

222 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 32) 

223 

224 CAGTCTGTTCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

225 TCCTGTTCTGGAAGCAGCTCCAACATCGGAAATAATGGTGTAAACTGGTATCAGCAGCTC 

226 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCT 
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227 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

228 TCCG AGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGCGTGGTTGGCTG 

229 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 34) 

230 

2 3 1 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

2 3 2 TCCTGCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTC 

2 3 3 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGCAATCGGCCCTCAGGGGTCCCT 

2 3 4 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

235 TCCG AGGATG AGGCTG ATTATTACTGTGCAGCATGGGATG ACAGTCTG AGTGGTTGGGTG 

236 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 36) 
237 

238 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

23 9 TCCTGCTCTGGAAGCAGCTCCAGCATTGGGAATAATTTTGTATCCTGGTATCAGCAGCTC 

240 CCAGGAACGGCCCCCAAACTCCTCATCTATGACAATAATAAGCGACCCTCAGGGGTCCCT 

241 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

242 TCCGAGGATGAGGCTG ATTATTACTGTGCAGCATGGGATGACAGCCTG AATGGTTGGGTG 

243 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 38). 

1 23. The antibody according to claim 22, wherein the antibody comprises the variable 

2 heavy region(V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCTTCAATAACGCCTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCAGACTCAGT 

7 GAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 

8 CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAGTAGGTACTACTACGGACCAT 

9 CTTTCTACTTTGACTCCTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC 
10 

n and the variable light region (V L ) 

12 

13 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

14 GCTCTGGAAGCAGGTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

15 GGCCCCCAAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

16 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

1 7 ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTCATTGGGTGTTCGGCGGAGGAACCAA 

18 GCTGACGGTCCTAGGT. 

1 24. The antibody according to claim 22, wherein the antibody comprises the variable 

2 heavy region (V H ) 
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GAGGTGCAGCTGTTGGAGTCTGGGGGAGGOTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCGGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGGTCCGCCAGGCTCCCGGGA 

AGGGGCTGGAGTGGGTATCGGGTGTTAGTTGGAATGGCAGTAGGACGCACTATGCAGACTCTG 

TGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGCGGCTAGGTACTCCTACTACTAC 

TACGGTATGGACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

GTTCTGGAAGCAGCTCCAACATCGGAAATAATGCTGTAAACTGGTATCAGCAGCTCCCAGGAAC 

GGCCCCCAAACTCCTCATCTATGGGAATGATCGGCGGCCCTCAGGGGTCCCTGACCGATTCTCT 

GGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 

GATTATTACTGTCAGACCTGGGGCACTGGCCGGGGGGTATTCGGCGGAGGAACCAAGCTGACG 

GTCCTAGGT. 

25. The antibody according to claim 22, wherein the antibody comprises the variable 
heavy region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGTAGTGGTCGTAGGACATACTACGCAGACTCCGT 

GCAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 

CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGATTGGTCTCCTATGGTTCGGGGAGTT 

TCG GTTTTG ACTACTG G G G CC AAG GTAC ACTG GTC ACCGTG A G C AG C 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTT 

GTTCTGGAAGCAGCTCCAATATCGGAAGTAATTATGTATCCTGGTATCAGCAGCTCCCAGGAACG 

GCCCCCAAACTCCTCATCTATGGTAACTACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTGG 

CTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGAT 

TATTACTGTGCAGCATGGGATGACAGCCTGAGTGGTTGGGTGTTCGGCGGAGGAACCAAGCTG 

ACGGTCCTAGGT. 

26. The antibody according to claim 22, wherein the antibody comprises the variable 
heavy region (V H ) 
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4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGTTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCAACTCTTGGTGGTAGTGGTGGTGGTAGCACATACTACGCAGACTC 

7 CGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAAC 

8 AGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAAGTTAGGGGGGCGATCCCGATAT 

9 GGGCGGTGGCCCCGCCAATTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 

10 

n and the variable light region (V L ) 

12 

13 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

14 GCTCTGGAAGCAGCTCCAACATTGGAAATAACTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

15 GGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

16 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

17 ATTATTACTGTGCAGCATGGGATGACAGCCTGAGTCATTGGCTGTTCGGCGGAGGAACCAAGCT 

18 GACGGTCCTAGGT. 

1 27. The antibody according to claim 22, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGATCCGCCAGGCTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGCCGTGGGGGTAGTTCCTACTACGCAGACTCCG 

7 TGAGGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

8 CCTGAGAGCCGAGGACACrGCCGTGTATTACTGTGCGAGACTTTCCTACAGCTATGGTTACG 

9 GGGGCCTACTACTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC 
10 

n and the variable light region (V L ) 

12 

13 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

14 GCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

15 GGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCT 

16 GGCTCCAAGTCTGGCACCTTAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 

17 GATTATTACTGTGCAACCTGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGC 

18 TGACGGTCCTAGGT. 

1 28. The antibody according to claim 22, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 
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4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCT1TAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTGGTCGTTTCATTTACTACGCAGACTCAATG 

7 AAGGGCCGCTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCT 

8 GAGAGCCGAGGACACTGCCGTGTATTACTGTACGAGGCTCCGGAGAGGGAGCTACTTCTGGGC 

9 TTTTGATATCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 
10 

ii and the variable light region (V L ) 

12 

13 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

14 GTTCTGGAAGCAGCTCCAACATTGGCGGTGAGTCTGTATCCTGGTATCAGCAGCTCCCAGGAAC 

15 GGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

16 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

17 ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGCT 

18 G ACG GTCCTAG GT . 

1 29. A method for preparation of a isolated antibody according to claim 22, using a 

2 fragment library to generate specific human antibody fragments against oxidized, in 

3 particular MDA modified peptides derived from Apo B100, whereupon identified antibody 

4 fragments having the desired characteristics are rebuilt into full length human 

5 immunoglobulin to be used for therapeutic purposes. 

1 30. The method for amplification of a isolated human antibody according to claim 22, 

2 using a recombinant technology, comprising transfer of genes encoding the variable 

3 parts of selected scFv to full length human IgGl vestors using a PCR-amplification 

4 wherein primers used, are: 

5 

6 primers for amplification of VH-segments: 

7 5VH: 5 '- G GTGTC CA 7TCCG AG GTGC AG CTGTTG GAG (SEQ. ID. NO: 13) 

8 3VH: 5'-GACGT/4CGACTCACCTGAGCTCACGGTGACCAG (SEQ. ID. NO: 14) 

9 

10 and primers for amplification of VL-segments: 

11 5VL: 5'-GGTGrGCA7TCCCAGTCTGTGCTGACTCAG (SEQ. ID. NO: 15) 

12 3VL: 5 f -G ACGTA CGTTCTACTC ACCTAG G ACCGTC AGCTT (SEQ. ID. NO: 16). 

1 31. The method according to claim 30, wherein colonies containing heavy chain regions 

2 and light chain region plasmids with variable heavy region and variable light chain 

3 inserts were identified by colony PCR using 

4 Forward primer: 5'-ATGGGTGACAATGACATC (SEQ. ID. NO: 17) 



I 
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5 Reverse primer: 5'-AAGCTTGCTAGCGTACG (SEQ. ID. NO: 18). 

1 32. The method for passive immunization of mammals, preferably humans, wherein a 

2 therapeutically or prophylactically effective amount of a isolated human antibody 

3 directed towards at least one oxidized fragment of apolipoprotein B is administered for 

4 treatment of atherosclerosis. 

1 33. The method according to claim 32, the oxidized fragment is selected from one or 

2 more of the group consisting of 

3 FLDTVYG NCSTH FTV KTR KG 

4 PQCSTHILQWLKRVHANPLL 

5 VISIPRLQAEARSEILAHWS 

6 KLVKEALKESQLPTVMDFRK 

7 LKFVTQAEGAKQTEATMTFK 

8 DGSLRHKFLDSNIKFSHVEK 

9 KGTYGLSCQRDPNTGRLNGE 

10 RLNGESNLRFNSSYLQGTNQ 

11 SLTSTSDLQSGIIKNTASLK 

12 TASLKYENYELTLKSDTNGK 

13 DMTFSKQNALLRSEYQADYE 

14 MKVKIIRTIDQMQNSELQWP 

15 IALDDAKINFNEKLSQLQTY 

16 KTTKQSFDLSVKAQYKKNKH 

17 EEEMLEIWSLVCPKDATRFK 

18 GSTSHH LVSRKSISAALEH K 

19 IENIDFNKSGSSTASWIQNV 

20 IREVTQRLNGEIQALELPQK 

21 EVDVLTKYSQPEDSLIPFFE 

22 HTFLIYITE LLKKLQSTTVM 

23 LLDIANYLMEQIQDDCTGDE 

24 CTGDEDYTYKIKRVIGNMGQ 

25 GNMGQTMEQLTPELKSSILK 

26 SSILKCVQSTKPSLMIQKAA 

27 IQKAAIQALRKMEPKDKDQE 

28 RLNGESNLRFNSSYLQGTNQ 

29 SLNSHGLELNADILGTDKIN 

30 WIQNVDTKYQIRIQIQEKLQ 

31 TYISDWWTLAAKNLTDFAEQ 

32 EATLQRIYSLW EHSTKN H LQ 
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ALLVPPETEEAKQVLFLDTV 

IEIGLEGKGFEPTLEALFGK 

SGASMKLTTNGRFREHNAKF 

NLIGDFEVAEKINAFRAKVH 

GHSVLTAKGMALFGEGKAEF 

FKSSVITLNTNAELFNQSDI 

FPDLGQEVALNANTKNQKIR, 

or an active site thereof. 

34. The method according to claim 32, wherein the antibody comprises antibodies raised 
against fragments of apo B100 comprising a variable heavy region (V H ) selected from 
the group of nucleic acid sequences consisting of 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCITGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTCAATAACGCCTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCAGACTCAGT 

GAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 

CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAGTAGGTACTACTACGGACCAT 

CTTTCTACTTTGACTCCTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. NO. 1) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCGGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGGTCCGCCAGGCTCCCGGGA 

AGGGGCTGGAGTGGGTATCGGGTGTTAGTTGGAATGGCAGTAGGACGCACTATGCAGACTCTG 

TGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGCGGCTAGGTACTCCTACTACTAC 

TACGGTATGGACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. NO. 3) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGTAGTGGTCGTAGGACATACTACGCAGACTCCGT 

GCAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 

CrGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGATTGGTCTCCTATGGTTCGGGGAGTT 

TCGGTTTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC(SEQ. ID. NO. 5) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGTTCCAGGGA 

AGGGGCTGGAGTGGGTCTCAACTCTTGGTGGTAGTGGTGGTGGTAGCACATACTACGCAGACTC 

CGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAAC 

AGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAAGTTAGGGGGGCGATCCCGATAT 
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GGGCGGTGGCCCCGCCAATTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 
(SEQ. ID. NO. 7) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGATCCGCCAGGCTCCAGGGA 

AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGCCGTGGGGGTAGTTCCTACTACGCAGACTCCG 

TGAGGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGACTTTCCTACAGCTATGGTTACGAG 

GGGGCCTACTACTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. 

NO. 9) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGA 

AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTGGTCGTTTCATTTACTACGCAGACTCAATG 

AAGGGCCGCTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCT 

GAGAGCCGAGGACACTGCCGTGTATTACTGTACGAGGCTCCGGAGAGGGAGCTACTTCTGGGC 

TTTTGATATCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC (SEQ. ID. NO. 11) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACC7TTAGAACGTATTGGATGACCTGGGTCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCATCTATTAGCAGTAGCAGTAATTACATATTCTAC 

GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGACTCAGA 

CGGAGCAGCTGGTACGGGGGGTACTGGTTCGACCCCTGGGGCCAAGGTACACTGGTCACC 

GTGAGCTCA (SEQ. ID. NO. 19) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCT 

CCTGTGCAGCCTCTGGATTCACCTTCAGTAGCAACTACATGAGCTGGGTCCGCCAGGCTCC 

AGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCA 

GACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGC 

AAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTAGGCCGGTA 

TAACTGGAAGACGGGGCATGCTTTTGATATCTGGGGCCAGGGTACACTGGTCACCGTGAGC 

TCA (SEQ. ID. NO. 21) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 
TCCTGTGCAGCCTCTGGATTCACCTTCCGTGACTACTACGTGAGCTGGATCCGCCAGGCT 
CCAGGGAAGGGGCTGGAGTGGGTCTCAAGTATTAGTGGTAGTGGGGGTAGGACATACTAC 
GCAGACTCCGTGGAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 
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6 9 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCATGTATTACTGTGCCAGAGTATCC 

7 0 GCCCTTCGG AG ACCCATGACTACAGTAACTACTTACTGGTTCG ACCCCTGGGGCCAAGGT 
71 ACACTGGTCACCGTGAGCTCA (SEQ. ID. NO. 23) 

72 

73 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

74 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 
7 5 CCAGGGAAGGGGCTGGAGTGGGTCTCCGCTATTAGTGGTAGTGGTAACACATACTATGCA 
7 6 G ACTCCGTG AAGGGCCGGTTC ACCATCTCC AGAG ACAATTCCAAG AACACGCTGTATCTG 

7 7 CAAATG AACAGCCTG AGAGCCG AGG ACACTGCCGTGTATTACTGTGCG AG AGCCTCCCAC 

78 CGTATATTAGGTTATGCTTTTGATATCTGGGGCCAGGGTACACTGGTCACCGTGAGCTCA (SEQ. 

79 ID. NO. 25) 
80 

8 1 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

8 2 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

83 CCAGGGAAGGGGCTGGAGTGGGTCTCAAGTATTAGTGTTGGTGGACATAGGACATATTAT 

84 GCAGATTCCGTGAAGGGCCGGTCCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 
8 5 CTGCAAATGAACAGCCTGAG AGCCGAGGACACTGCCGTGTATTACTGTGCACGGATACGG 

86 GTGGGTCCGTCCGGCGGGGCCTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGC 

87 TCA (SEQ. ID. NO. 27) 
88 

8 9 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

90 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

9 1 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

92 GCAGACTCAGTGAAGGGCCGATCCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

93 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGGCTCACA 

94 AATATTTTGACTGGTTATTATACCTCAGGATATGCTTTTGATATCTGGGGCCAAGGTACA 

95 CTGGTCACCGTGAGCTCA (SEQ. ID. NO. 29) 
96 

97 GAGGTGCAGCrGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

9 8 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAGTTCTTGGATGAGTTGGGTCCGCCAGGCT 
9 9 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

100 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAG AGACAATTCCAAGAACACGCTGTAT 

101 CTGCAAATGAACAGCCTGAG AGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTAGGG 

102 AACTACGGTTTCTACCACTACATGG ACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGC 

103 TCA (SEQ. ID. NO. 31) 
104 

105 GAGGTGCAGCrGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

106 TCCTGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAGCTGGGTCCGCCAGGCT 



55 



107 CCAGGGAAGGGGCTGG AGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

1 0 8 GCAGACTCAGTG AAGGGCCGATTCACCATCTCCAGAGACAATTCCAAG AACACGCTGTAT 

109 CTGC AAATG AACAGCCTG AG AGCCG AGG ACACTGCCGTGTATTACTGTGCG AG AATTA AA 

110 CGGTTACGATTCGGCTGGACCCCTTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTG 

111 AGCTCA (SEQ. ID. NO. 33) 
112 

113 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

114 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

115 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

116 CTG C AAATG A AC AG CCTG AG AG CCG AG G AC ACTG C CGTGTATT ACTGTG CG AG AGTC A AT 

117 AGCAAAAAGTGGTATGAGGGCTACTTCTTTGACTACTGGGGCCAGGGTACACTGGTCACC 

118 GTGAGCTCA (SEQ. ID. NO. 35) 
119 

12 0 GAGGTGCAGCTGTTGGAGTCrGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

121 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

1 2 2 CCAGGGAAGGGGCTGG AGTGGGTCTCATCCATTAGTACTAGTAGTAATTACATATACTAC 

12 3 GCAGACTCAGTG AAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

124 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTA7TACTGTGCGAGAGTCAAG 

125 AAGTATAGCAGTGGCTGGTACTCGAATTATGCTTTTGATATCTGGGGCCAAGGTACACTG 

126 GTCACCGTGAGCTCA (SEQ. ID. NO. 37) 
127 

128 in combination with a variable light region (V L ) selected from the group of nucleic acid 

129 sequences consisting of 

130 

131 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

132 GCTCTGGAAGCAGGTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

13 3 GGCCCCCAAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 
13 4 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

135 ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTCATTGGGTGTTCGGCGGAGGAACCAA 

136 GCTGACGGTCCTAGGT (SEQ. ID. NO. 2) 
137 

138 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

139 GTTCTGGAAGCAGCTCCAACATCGGAAATAATGCTGTAAACTGGTATCAGCAGCTCCCAGGAAC 

140 GGCCCCCAAACTCCTCATCTATGGGAATGATCGGCGGCCCTCAGGGGTCCCTGACCGATTCTCT 

141 GGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 

142 GATTATTACTGTCAGACCTGGGGCACTGGCCGGGGGGTATTCGGCGGAGGAACCAAGCTGACG 

143 GTCCTAGGT (SEQ. ID. NO. 4) 

144 
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145 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTT 

146 GTTCTGGAAGCAGCTCCAATATCGG AAGTAATTATGTATCCTGGTATCAGCAGCTCCCAGG AACG 
14 7 GCCCCCAAACTCCTCATCTATGGTAACTACAATCGGCCCTCAGGGGTCCCTG ACCG ATTCTCTGG 
14 8 CTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGAT 

149 TATTACTGTGCAGCATGGGATGACAGCCTGAGTGGTTGGGTGTTCGGCGGAGGAACCAAGCTG 

150 ACGGTCCTAGGT 

151 (SEQ. ID. NO. 6) 

152 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

153 GCTCTGGAAGCAGCTCCAACATTGGAAATAACTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

154 GGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTG ACCG ATTCTCTG 

155 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

156 ATTATTACTGTGCAGCATGGGATGACAGCCTGAGTCATTGGCTGTTCGGCGGAGGAACCAAGCT 

157 GACGGTCCTAGGT 

158 (SEQ. ID. NO. 8) 
159 

160 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

161 GCTCTGGAAGCAGCTCCAACATTGGG AATAATTATGTATCCTGGTATCAGCAGCTCCCAGG AAC 

162 GGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCTG ACCG ATTCTCT 

163 GGCTCCAAGTCTGGCACCTTAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 

164 GATTATTACTGTGCAACCTGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGC 

165 TG ACGGTCCTAGGT 

166 (SEQ. ID. NO. 10) 

167 

168 CAGTCTGTGCTG ACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

169 GTTCTGGAAGCAGCTCCAACATTGGCGGTG AGTCTGTATCCTGGTATCAGCAGCTCCCAGGAAC 
1 7 0 GGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTG ACCG ATTCTCTG 

171 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

172 ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGG AGGAACCAAGCT 

173 GACGGTCCTAGGT 

174 (SEQ. ID. NO. 12) 
175 

176 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

177 TCCTGCTCTGGAAGCAGCTCC AACATTGGG AATAATTATGTATCCTGGTATCAGCAGCTC 

178 CCAGGAACGGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCT 

179 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

180 TCCGAGGATGAGGCTG ATTATTACTGTGCAGCATGGGATGACAGCCTG AATGGTCATTGG 

181 GTGTTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 20) 
182 
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183 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCT 

184 CCTGCTCTGGAAGGACCTACAACATTGG AAATAATTATGTATCGTGGTATCAGCAGCTCCC 
1 8 5 AGG AACGGCCCCCAAACTCCTCATCTATGGTAACATC AATCGGCCCTCAGGGGTCCCTGAC 

186 CGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCG 

187 AGG ATGAGGCTGATTATTACTGTGCAGCATGGGATGTCAGGCTGAATGGTTGGGTGTTCGG 

188 CGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 22) 
189 

190 CAGTCTGTGCTG ACTCAGCCACCCTCAGCGTCTGGG ACCCCCGGGCAG AGGGTCACCATC 

191 TCCTGCTCTGGAAGGAGCTCCAACATTGGGAATAGTTATGTCTCCTGGTATCAGCAGCTC 

192 CCAGGAACGGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCT 

193 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

1 94 TCCGAGGATGAGGCTG ATTATTACTGTGCAGGATGGGATG ACACCCTGCGTGCTTGGGTG 

195 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 24) 
196 

197 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

198 TCTTGTTCTGGAAGCCGCTCCAACATCGGGAGAAATGCTGTTAGTTGGTATCAGCAGCTC 

199 CCAGGAACGGCCCCCAAACTCCTCATCTATGCTAACAGCAATCGGCCCTCAGGGGTCCCT 
2 00 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 
201 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGGCAGCCTGAATGGTTGGGTG 
2 02 TTCGGCGGAGGAACCAAGCTGACGGTCC (SEQ. ID. NO. 26) 

203 

2 04 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCAT 

2 05 CTCCTGCTCTGGAAGCAACACCAACATTGGGAAGAACTATGTATCTTGGTATCAGCAGC 

206 TCCCAGGAACGGCCCCCAAACTCCTCATCTATGCTAATAGCAATCGGCCCTCAGGGGTC 

207 CCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCT 

208 CCGGTCCGAGGATGAGGCTGATTATTACTGTGCGTCATGGG ATGCCAGCCTG AATGGTT 

209 GGGTATTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 28) 
210 

211 CAGTCTGTGCTG ACTCAGCCACCCTCAGCGTCTGGG ACCCCCGGGCAG AGGGTCACCATC 

212 TCCTGCTCTGGAAGCACCTCCAACATTGGGAAGAATTATGTATCCTGGTATCAGCAGCTC 

213 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGCAATCGGCCCTCAGGGGTCCCT 

2 14 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

215 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGCCAGCCTCAGTGGTTGGGTG 

216 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 30) 
217 

218 CAGTCTGTGCTG ACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

219 TCTTGTTCTGG AGGCAGCTCAAAC ATCGG AAAAAGAGGTGTAAATTGGTATCAGCAGCTC 

220 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAAC AG AAATCGGCCCTCAGGGGTCCCT 
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221 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

222 TCCGAGGATGAGGCTGATTATTACTGTGCTACATGGGATTACAGCCTCAATGCTTGGGTG 

223 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 32) 

224 

22 5 CAGTCTGTTCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

22 6 TCCTGTTCTGGAAGCAGCTCCAACATCGGAAATAATGGTGTAAACTGGTATCAGCAGCTC 

227 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCT 

228 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

229 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGCGTGGTTGGCTG 

23 0 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 34) 

231 

232 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

233 TCCTGCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTC 

234 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGCAATCGGCCCTCAGGGGTCCCT 

235 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 
2 36 TCCGAGGATG AGGCTG ATTATTACTGTGCAGCATGGGATG ACAGTCTGAGTGGTTGGGTG 

23 7 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 36) 
238 

2 3 9 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGG ACCCCCGGGCAGAGGGTCACCATC 

240 TCCrGCTCTGGAAGCAGCTCCAGCATTGGGAATAATTTTGTATCCTGGTATCAGCAGCTC 

241 CCAGGAACGGCCCCCAAACTCCTCATCTATGACAATAATAAGCGACCCTCAGGGGTCCCT 

24 2 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

243 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTTGGGTG 

244 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT (SEQ. ID. NO. 38). 

1 35. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region(V H ) 

3 

4 GAGGTGCAGCrGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACrCTCC 

5 TGTGCAGCCTCTGGATTCACCTTCAATAACGCCTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCAGACTCAGT 

7 GAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 

8 CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAGTAGGTACTACTACGGACCAT 

9 CTTTCTACTTTGACTCCTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC 
10 

n and the variable light region (V L ) 

12 

13 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

14 GCTCTGGAAGCAGGTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 
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GGCCCCCAAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 
GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 
ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTCATTGGGTGTTCGGCGGAGGAACCAA 
GCTGACGGTCCTAGGT. 

36. The method according to claim 34, wherein the antibody comprises the variable 
heavy region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCrrGAGACTCTCC 

TGTGCGGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGGTCCGCCAGGCTCCCGGGA 

AGGGGCTGGAGTGGGTATCGGGTGTTAGTTGGAATGGCAGTAGGACGCACTATGCAGACTCTG 

TGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGCGGCTAGGTACTCCTACTACTAC 

TACGGTATGGACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

GTTCTGGAAGCAGCTCCAACATCGGAAATAATGCTGTAAACTGGTATCAGCAGCTCCCAGGAAC 

GGCCCCCAAACTCCTCATCTATGGGAATGATCGGCGGCCCTCAGGGGTCCCTGACCGATTCTCT 

GGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 

GATTATTACTGTCAGACCTGGGGCACTGGCCGGGGGGTATTCGGCGGAGGAACCAAGCTGACG 

GTCCTAGGT. 

37. The method according to claim 34, wherein the antibody comprises the variable 
heavy region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

TGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAGCTGGGTCCGCCAGGCTCCAGGGA 

AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGTAGTGGTCGTAGGACATACTACGCAGACTCCGT 

GCAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGC 

CTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGATTGGTCTCCTATGGTTCGGGGAGTT 

TCGGTTTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCTT 
GTTCTGGAAGCAGCTCCAATATCGGAAGTAATTATGTATCCTGGTATCAGCAGCTCCCAGGAACG 
GCCCCCAAACTCCTCATCTATGGTAACTACAATCGGCCCTCAGGGGTCCCTGACCGATTCTCTGG 
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16 CTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTGAT 

17 TATTACTGTGCAGCATGGGATGACAGCCTGAGTGGTTGGGTGTTCGGCGGAGGAACCAAGCTG 

18 ACGGTCCT AGGT. 

1 38. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGTTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCAACTCTTGGTGGTAGTGGTGGTGGTAGCACATACTACGCAGACTC 

7 CGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAAC 

8 AGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAAGTTAGGGGGGCGATCCCGATAT 

9 GGGCGGTGGCCCCGCCAATTTGACTACTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 
10 

n and the variable light region (V L ) 

12 

13 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

14 GCTCTGGAAGCAGCTCCAACATTGGAAATAACTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

15 GGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

16 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

17 ATTATTACTGTGCAGCATGGGATGACAGCCTGAGTCATTGGCTGTTCGGCGGAGGAACCAAGCT 

18 GACGGTCCTAGGT. 

1 39. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCTTCAGTGACTACTACATGAGCTGGATCCGCCAGGCTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCAAGTATCAGTGGCCGTGGGGGTAGTTCCTACTACGCAGACTCCG 

7 TGAGGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAG 

8 CCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGACTTTCCTACAGCTATGGTTACGAG 

9 GGGGCCTACTACTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGCAGC 
10 

li and the variable light region (V L ) 

12 

13 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

14 GCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTCCCAGGAAC 

15 GGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCT 

16 GGCTCCAAGTCTGGCACCTTAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCT 
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17 GATTATTACTGTGCAACCTGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGC 

18 TGACGGTCCTAGGT. 

1 40. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGC1TGGTACAGCCTGGGGGGTCCCTGAGACTCTCC 

5 TGTGCAGCCTCTGGATTCACCTTTAGCAGCTATGCCATGAGCTGGGTCCGCCAGGCTCCAGGGA 

6 AGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTGGTCGTTTCATTTACTACGCAGACTCAATG 

7 AAGGGCCGCTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGCAAATGAACAGCCT 

8 GAGAGCCGAGGACACTGCCGTGTATTACTGTACGAGGCTCCGGAGAGGGAGCTACTTCTGGGC 

9 TTTTGATATCTGGGGCCAAGGTACACTGGTCACCGTGAGCAGC 

10 

n and the variable light region (V L ) 

12 

13 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCTCCT 

14 GTTCTGGAAGCAGCTCCAACATTGGCGGTGAGTCTGTATCCTGGTATCAGCAGCTCCCAGGAAC 

15 GGCCCCCAAACTCCTCATCTATAGTAATAATCAGCGGCCCTCAGGGGTCCCTGACCGATTCTCTG 

16 GCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCGAGGATGAGGCTG 

17 ATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTTGGGTGTTCGGCGGAGGAACCAAGCT 

18 GACGGTCCTAGGT. 

1 41. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 

4 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

5 TCCTGTGCAGCCTCTGGATTCACCTTTAGAACGTATTGGATGACCTGGGTCCGCCAGGCT 

6 CCAGGGAAGGGGCTGGAGTGGGTCTCATCTATTAGCAGTAGCAGTAATTACATATTCTAC 

7 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

8 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGACTCAGA 

9 CGGAGCAGCTGGTACGGGGGGTACTGGTTCGACCCCTGGGGCCAAGGTACACTGGTCACC 
10 GTGAGCTCA 

11 

12 and the variable light region (V L ) 

13 

14 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

15 TCCTGCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTC 

16 CCAGGAACGGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCT 

17 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 
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TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTCATTGG 
GTGTTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 

42. The method according to claim 34, wherein the antibody comprises the variable 
heavy region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTCT 

CCTGTGCAGCCTCTGGATTCACCTTCAGTAGCAACTACATGAGCTGGGTCCGCCAGGCTCC 

AGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTACGCA 

GACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTGC 

AAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTAGGCCGGTA 

TAACTGGAAGACGGGGCATGCTTTTGATATCTGGGGCCAGGGTACACTGGTCACCGTGAGC 

TCA 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATCT 

CCTGCTCTGGAAGGACCTACAACATTGGAAATAATTATGTATCGTGGTATCAGCAGCTCCC 

AGGAACGGCCCCCAAACTCCTCATCTATGGTAACATCAATCGGCCCTCAGGGGTCCCTGAC 

CGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGGTCCG 

AGGATGAGGCTGATTATTACTGTGCAGCATGGGATGTCAGGCTGAATGGTTGGGTGTTCGG 

CGGAGGAACCAAGCTGACGGTCCTAGGT. 

43. The method according to claim 34, wherein the antibody comprises the variable 
heavy region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACCTTCCGTGACTACTACGTGAGCTGGATCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCAAGTATTAGTGGTAGTGGGGGTAGGACATACTAC 

GCAGACTCCGTGGAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCATGTATTACTGTGCCAGAGTATCC 

GCCCTTCGGAGACCCATGACTACAGTAACTACTTACTGGTTCGACCCCTGGGGCCAAGGT 

ACACTGGTCACCGTGAGCTCA 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 



63 



16 TCCTGCTCTGGAAGGAGCTCCAACATTGGGAATAGTTATGTCTCCTGGTATCAGCAGCTC 

17 CCAGGAACGGCCCCCAAACTCCTCATCTATAGGAATAATCAGCGGCCCTCAGGGGTCCCT 

18 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

19 TCCGAGGATGAGGCTGATTATTACTGTGCAGGATGGGATGACACCCTGCGTGCTTGGGTG 
2 0 TTCGGCGG AGGAACCAAGCTGACGGTCCTAGGT. 

1 44. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 
4 

5 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTrGGTACAGCCTGGGGGGTCCCTGAGACTC 

6 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

7 CCAGGGAAGGGGCTGGAGTGGGTCTCCGCTATTAGTGGTAGTGGTAACACATACTATGCA 

8 GACTCCGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTATCTG 

9 CAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGCCTCCCAC 
10 CGTATATTAGGTTATGCTTTTGATATCTGGGGCCAGGGTACACTGGTCACCGTGAGCTCA 
11 

12 and the variable light region (V L ) 

13 

14 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

15 TCTTGTTCTGGAAGCCGCTCCAACATCGGGAGAAATGCTGTTAGTTGGTATCAGCAGCTC 

16 CCAGGAACGGCCCCCAAACTCCTCATCTATGCTAACAGCAATCGGCCCTCAGGGGTCCCT 

17 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

18 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGGCAGCCTGAATGGTTGGGTG 

19 TTCGGCGGAGGAACCAAGCTGACGGTCC. 

1 45. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 
4 

5 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

6 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

7 CCAGGGAAGGGGCTGGAGTGGGTCTCAAGTATTAGTGTTGGTGGACATAGGACATATTAT 

8 GCAGATTCCGTGAAGGGCCGGTCCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

9 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCACGGATACGG 

10 GTGGGTCCGTCCGGCGGGGCCTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTGAGC 

11 TCA 

12 

13 and the variable light region (V L ) 
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14 

1 5 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCAT 

1 6 CTCCTGCTCTGG AAGCAACACCAACATTGGGAAG AACTATGTATCTTGGTATCAGCAGC 

1 7 TCCCAGGAACGGCCCCCAAACTCCTCATCTATGCTAATAGCAATCGGCCCTCAGGGGTC 

1 8 CCTGACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCT 

1 9 CCGGTCCGAGGATGAGGCTGATTATTACTGTGCGTCATGGGATGCCAGCCTG AATGGTT 
2 0 GGGTATTCGGCGGAGGAACCAAGCTG ACGGTCCTAGGT. 

1 46. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 
4 

5 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

6 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

7 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

8 GCAGACTCAGTGAAGGGCCGATCCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

9 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGGCTCACA 

1 0 AATATTTTGACTGGTTATTATACCTCAGG ATATGCTTTTGATATCTGGGGCCAAGGTACA 

11 CTGGTCACCGTGAGCTCA 
12 

13 and the variable light region (V L ) 

14 

1 5 CAGTCTGTGCTG ACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAG AGGGTCACCATC 

1 6 TCCTGCTCTGGAAGCACCTCCAACATTGGGAAGAATTATGTATCCTGGTATCAGCAGCTC 

1 7 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGCAATCGGCCCTCAGGGGTCCCT 

1 8 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

1 9 TCCGAGG ATGAGGCTGATTATTACTGTGCAGCATGGG ATGCCAGCCTCAGTGGTTGGGTG 
2 0 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 

1 47. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 
4 

5 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

6 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAGTTCTTGGATGAGTTGGGTCCGCCAGGCT 

7 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

8 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

9 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTAGGG 
l o AACTACGGTTTCTACCACTACATGGACGTCTGGGGCCAAGGTACACTGGTCACCGTGAGC 



65 



11 TCA 

12 

13 and the variable light region (V L ) 

14 

15 CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

16 TCTTGTTCTGGAGGCAGCTCAAACATCGGAAAAAGAGGTGTAAATTGGTATCAGCAGCTC 

17 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGAAATCGGCCCTCAGGGGTCCCT 

18 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

19 TCCGAGGATGAGGCTGATTATTACTGTGCTACATGGGATTACAGCCTCAATGCTTGGGTG 
2 0 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 

1 48. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 
4 

5 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

6 TCCTGTGCAGCCTCTGGATTCACCTTTAGTAGCTATTGGATGAGCTGGGTCCGCCAGGCT 

7 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 

8 GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

9 CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAATTAAA 

10 CGGTTACGATTCGGCTGGACCCCTTTTGACTACTGGGGCCAGGGTACACTGGTCACCGTG 

11 AGCTCA 
12 

13 and the variable light region (V L ) 

14 

15 CAGTCTGTTCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

16 TCCTGTTCTGGAAGCAGCTCCAACATCGGAAATAATGGTGTAAACTGGTATCAGCAGCTC 

17 CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAACAATCGGCCCTCAGGGGTCCCT 

18 GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

19 TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGCGTGGTTGGCTG 
2 0 TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 

1 49. The method according to claim 34, wherein the antibody comprises the variable 

2 heavy region (V H ) 

3 
4 

5 GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

6 TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

7 CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTAGTAGTAGTAGTTACATATACTAC 
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GCAGACTCAGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 
CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAAT 
AGCAAAAAGTGGTATGAGGGCTACTTCTTTGACTACTGGGGCCAGGGTACACTGGTCACC 
GTGAGCTCA 

and the variable light region (V L ) 



CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

TCCTGCTCTGGAAGCAGCTCCAACATTGGGAATAATTATGTATCCTGGTATCAGCAGCTC 

CCAGGAACGGCCCCCAAACTCCTCATCTATGGTAACAGCAATCGGCCCTCAGGGGTCCCT 

GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGTCTGAGTGGTTGGGTG 

TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 

50. The method according to claim 34, wherein the antibody comprises the variable 
heavy region (V H ) 

GAGGTGCAGCTGTTGGAGTCTGGGGGAGGCTTGGTACAGCCTGGGGGGTCCCTGAGACTC 

TCCTGTGCAGCCTCTGGATTCACCTTCAGTAACGCCTGGATGAGCTGGGTCCGCCAGGCT 

CCAGGGAAGGGGCTGGAGTGGGTCTCATCCATTAGTACTAGTAGTAATTACATATACTAC 

GCAGACTCAGTGAAGGGCCGGTTCACCATCTCCAGAGACAATTCCAAGAACACGCTGTAT 

CTGCAAATGAACAGCCTGAGAGCCGAGGACACTGCCGTGTATTACTGTGCGAGAGTCAAG 

AAGTATAGCAGTGGCTGGTACTCGAATTATGCTTTTGATATCTGGGGCCAAGGTACACTG 

GTCACCGTGAGCTCA 

and the variable light region (V L ) 

CAGTCTGTGCTGACTCAGCCACCCTCAGCGTCTGGGACCCCCGGGCAGAGGGTCACCATC 

TCCTGCTCTGGAAGCAGCTCCAGCATTGGGAATAATTTTGTATCCTGGTATCAGCAGCTC 

CCAGGAACGGCCCCCAAACTCCTCATCTATGACAATAATAAGCGACCCTCAGGGGTCCCT 

GACCGATTCTCTGGCTCCAAGTCTGGCACCTCAGCCTCCCTGGCCATCAGTGGGCTCCGG 

TCCGAGGATGAGGCTGATTATTACTGTGCAGCATGGGATGACAGCCTGAATGGTTGGGTG 

TTCGGCGGAGGAACCAAGCTGACGGTCCTAGGT. 

51. A pharmaceutical composition comprising an isolated human antibody directed 
towards at least one oxidized fragment of apolipoprotein B for therapeutical or 
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3 prophylactical treatment of atherosclerosis by means of passive immunization, which 

4 antibody is present in combination with a pharmaceutical excipient. 



